Timetable
Day 1 full day (7h)  
MONDAY 25 APRIL –S/R A

Introduction to general principles of NGS and to RNA-Seq in particular.

Key elements of initial bioinformatic analysis (processing raw data, running quality control).

LECTURES
9:30-10:00
Introduction to Next Generation Sequencing.

10:00-10:45
Introduction to RNA-Seq; quality control of RNA-Seq data.
10:45- 11:15 Break
11:15-12:00
Alignment.

12:00-12:45
Visualisation of alignment results.
12.45-14.00 Lunch
PRACTICALS
14:00-15:30
Quality control of raw sequencing data and its alignment.






15:30-15:45 Break
15:45-16:30
Visualising your alignment results.

Day 2 full day (8h)  
THURSDAY  28 APRIL–S/R B
Follow-up bioinformatic analysis of mapped data.

Differential gene expression and pathway analysis.
LECTURES
9:00-9:30
Review of the previous day.

9:30-10:15
RNA-Seq vs microarrays. Guidelines on the experimental design.
10:15-10:45
Transcript deconvolution/quantification and normalisation.
10:45-11:00 Break
11:00-12:00
Differential gene expression analysis.

12:00-12:45
Pathway analysis for biological interpretation.
12:45-14:00 Lunch
PRACTICALS
14:00-15:30
HTSeq-count and differential gene expression analysis.
15:30-15:45 Break
16:00-16:45
 Pathway analysis.

Day 3 full day (6h)
FRIDAY 29 APRIL – S/R B
Further RNA-Seq applications and technology developments.

Course wrap up.

LECTURES
9:30-10:00
Review of the previous day.

10:00-10:45
Splicing analysis.

10:45-11:30
Single cell RNA sequencing.
11:30-11:45 Break
11:45-12:15
Future of RNA sequencing: PacBio, Nanopore, DropSeq.

12:15-13:00
Q&A session over lunch.

PRACTICALS
13:00-15:30
Optional practical session to finish previous assignments.
